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valuation of antimicrobial susceptibility of gram negative
acilli isolated from nosocomial infection in general hospital
ehran, Iran 2011
. Jamshidi Makiani1,∗, M. Zangeneh2, M. Ghafari1
Tehran university of medical science, Tehran, Iran, Islamic Republic
f
Islamic Azad University, Tehran, Iran, Islamic Republic of
Background: Antibiotic-resistant pathogens are problem in
any geographic areas special in nosocomial infection and ICU
dmitted patients. Life threatening infections due to multi-drug
esistant gram negative microorganism are a medical emergency
roblem in hospitals. This study aim was evaluation of antimicro-
ial susceptibility of gram negative bacilli in nosocomial infection.
Methods: In a cross sectional study in general hospital Tehran
Iran) during one year (2011), samples of patients with criteria of
osocomial infection by National Nosocomial Infections Surveil-
ance System (NNIS)) were cultured and evaluated by disc diffusion
ethods, for six antibiotics (Ceftazidim, ciproﬂoxacin, ceftriaxone,
mipenem, Gentamicin, Trimethoprim-sulfamethoxazo)l.
Results: In this study 372 positive samples were evaluated.
he most common site of isolation was urinary system. The
ost common isolated organismswere E.coli (2/69%), Pseudomonas
eruginosa (57/19%) Kelebsiella pneumoniae (4/7%). Resistance of
.coli to Imipenem, ceftazidime, ceftrixone, ciproﬂoxacin, Gentam-
cin and Trimethoprim-sulfamethoxazol respectively was 86.7%,
4.25%, 95.25%, 88.25%, 77%, 91.75% and pseudomonas aerugenosa
esistance respectively was: 93%, 93%, 95.5%, 93.75%, 90%, 95.50%
nd also Kelebsiella pneumoniae resistance respectively was: 93%,
7.25%, 97.25%, 94.50%, 85.50%, 94.50%.
Conclusion: Antimicrobial resistance is an emerging problem.
ontinuous monitoring of antimicrobial susceptibility and strict
dherence to infection prevention guidelines are essential to elim-
nate major outbreaks in the future.
ttp://dx.doi.org/10.1016/j.ijid.2012.05.578
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ccurence of vancomycin-resistant Enterococcus faecium in
atient isolates and aquatic environment during a period
etween 2004 and 2010
. Jansen1,∗, C. Böhme1, K. Schön-Hölz1, T. Schwartz2, U. Obst2,
. Kohnen1
University Medical Center Johannes Gutenberg University Mainz,
ainz, Germany
Karlsruhe Institute of Technology, Karlsruhe, GermanyBackground: The increase of antibiotic resistant bacteria and
he resulting difﬁculties in the therapy of infections is a growing
roblem. As our ﬁndings of recent studies on the occurrence offectious Diseases 16S (2012) e317–e473 e419
vancomycin-resistant Enterococcus faecium (VREF) in the aquatic
environment of a German hospital during an outbreak caused by
two different genotypes of VREF in a hematology oncology depart-
ment showed, hospitals are serving as a source of enrichment and
contamination of the environment by VREF along the aquatic path-
way of waste water to surface water.
Methods: To analyze the distribution of VREF in the aquatic
environment during a non-outbreak situation we examined the
occurrence, antibiotic resistance pattern andmolecular diversity of
VREF inpatients,wastewater of thehospital and residential areas as
well aswater in sewageplants and in surfacewaters of the receiving
rivers. During a time period between 2004 until 2010 sampleswere
collected, VREFwere isolated and tested against several antibiotics.
Results: Although the rates of enterococci and VREF were
reduced in the sewage plant, VREF were recovered from 75-100%
of the untreated wastewater samples, from 87.5% of the treated
wastewater samples and from31.8–63.6%of the surfacewater sam-
ples indicating a high VREF prevalence in the aquatic environment.
Regarding the resistance against the antibiotics tested, no differ-
ence between isolates frompatients and from the environmentwas
noticed.
The molecular-biological analysis of VREF isolates was per-
formed by pulsed-ﬁeld gel electrophoresis (PFGE). For genotyping,
a dendrogram with 286 different PFGE-patterns from VREF
(comprises 106 PFGE-patterns from patients and 181 from
environmental water samples) was created with GelCompar II.
PFGE-analysis resulted in a high diversity of different VREF geno-
types. At a similarity level of > 80%, isolates were regarded as
clonally related resulting in 51 genotype-groups with two or more
PFGE-patterns.
Conclusion: The main result of our study is that the group
with the numerically highest number of PFGE-patterns, which also
includes the outbreak strains from 2005, is still predominant up
to now in patients and in the aquatic environment. In contrast,
other genotype-groups have disappeared in patients and in the
environment over time.
http://dx.doi.org/10.1016/j.ijid.2012.05.579
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Frequency and anti-biogram pattern of enterococci species
isolated from various clinical samples in Shahid Mohammadi
Hospital, Bandar-Abbas, Iran
S. Javadpour
hormozgan university of medical sciences, Bandar-Abbass, Iran,
Islamic Republic of
Background: Enterococci areGram-positive cocci, usually habi-
tat the alimentary tract of humans in addition to being isolated
fromenvironmental andanimal sources. Enterococci have emerged
as an increasingly important cause of nosocomial infections with
high morbidity and mortality rate in the last decade. Since they
are intrinsically resistant to most commonly used anti-biotics, it iseffective antibiotics, as well as decrease the cost and duration of
hospitalization. This study was done to determine the frequency
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MICs considered to be in the susceptible range (≤2.0 g/ml) but420 15th ICID Abstracts / International Journa
nd anti-biogrampattern of enterococci species collected in Shahid
ohammadi hospital.
Methods: In this descriptive cross sectional study, performed
etween March 2010 and March 2011, about 4487 various clinical
pecimens of hospitalized patients were investigated for entero-
occi species. The specimens were cultured on Blood agar, EMB
nd Chocolate agar. Suspicious colonies were identiﬁed by Gram
taining, growth in bile salt and NaCl 6.5% media. Antibiogram pat-
erns were determined by Kirby-Bauer method on Mueller-Hinton
edium. Clinical and microbiological data was analyzed by SPSS16
oftware.
Results: A total of 55 (4.47%) species of enterococci was iso-
ated from 1229 positive cultures.Enterococci was mostly (34.5%)
btained from old age (>65y) patients and internal (>50%) wards
specially internal 1 (23.6%). Urinary tract (67.3%) and wounds
10.9%)were the twomajor sitesof infection.Nitrofurantoin (80.6%)
ndvancomycin (75%)weremost effective antibiotics, respectively.
high rate of resistance was observed to cephalosporines (78.6%)
nd Aminoglycosides (67.4%). Mortality rate was 16.3% with ente-
ococcal infections.
Conclusion: In our study the most susceptible antibiotics were
itrofurantoin and vancomycin, which aligns with some other
tudies. Because of high frequency and multi- drug resistance of
nterococci species, continuous monitoring of antimicrobial sus-
eptibility and strict adherent to infection guidelines are essential
o prevent and eliminate enterococci infections.
ttp://dx.doi.org/10.1016/j.ijid.2012.05.580
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ntibiotic resistance of Pseudomonas aeruginosa clinical iso-
ates from Greece and Romania during the year 2009
.-L. Pandrea1, L.M. Junie2, E. Kalman3, M. Papadogianni4, G.
leuraki5, E. Papadomanolaki5, E. Vardaki6, L. Kalogeraki4, I.
agoudaki7, B. Tsagli 8, S. Kastanakis9
University of Medicine and Pharmacy, Cluj, Romania
University of Medicine and Pharmacy, 40023, Romania
Regional Institute of Gastroenterology – Hepatology, Cluj, Romania
Saint George general hospital, Chania, Greece
St. George General Hospital Chania, Chania, Greece
Saint George general hospital, Chania, Greece
Saint George general hospital, Chania, Greece
Saint George general hospital, Chania Greece„ Chania, Greece
Saint George General Hospital, Chania, Greece
Background: One of the most difﬁcult problems in hospitals
s the appearance of an increased number of Pseudomonas antibi-
tic resistant strains. It is characterised by intrinsic and acquired
esistance tomany antibiotic classes causing the treatment of these
nfections difﬁcult.
Methods: In this study we examined antibiotic resistance rates
f clinical isolates of P. aeruginosa recovered in Saint George Gen-
ral Hospital of Chania and Regional Institute of Gastroenterology
Hepatology of Cluj Napoca.
From Greece we investigated a total of 246 strains of P.
eruginosa isolated fromall cultures (urine, blood, trauma, etc) dur-
ng 2009, from all clinics including the ICU and 24 strains isolatedfectious Diseases 16S (2012) e317–e473
in Cluj Napoca from different samples. Strains from Romania were
collected fromnosocomial infections, inanational surveillancepro-
gram and all strains were collected from ICU. The identiﬁcation to
the species level was achieved by standard procedures and by the
automated system Vitek2 Biomerieux. The susceptibility tests of
isolates were performed by disk diffusion method according to the
CLSI criteria and by the Vitek2 system Biomerieux, using a panel of
29 antibiotics.
Results: The results are presented in the table that follows.
Antibiotics % Resistance of
P.aeruginosa In
Greece
% Resistance of
P.aeruginosa In
Romania
TCC ticarcillin/clavulanic acid 36.7% 87.5%
TZP piperacillin/tazobactam 16.7% 87.5%
CAZ ceftazidime 17.9% 91.7%
FEP cefepime 20.7% 91.7%
IPM imipenem 25.7% 79.1%
MEM meropenem 23.5% 79.1%
COL colistin 2.5% 8.33%
CIP ciproﬂoxacin 36.1% 79.2%
AMK amikacin 18% 80%
InGreece, 23of the isolates fromICU,were susceptible to colistin
only (9.3%) and resistant to all antibiotics. In Romania, 15 of the
isolateswere susceptible to colistin only (62.5%) and2 isolateswere
resistant to all antibiotics (8.33%).
Conclusion: In Greece, amikacin and ceftazidime have
remained active against the majority of P.aeruginosa clinical iso-
lates. Results from Romania could reﬂect the implication of some
hospital multi resistant Pseudomonas strains in nosocomial infec-
tions. Carbapenems should be used with caution due to elevated
percentage of resistance against this class of antibiotics. Colistin
is effective against multidrug resistant strains. Antibiotic policy in
combination with infection-control measures are needed to pre-
vent the spread of multidrug resistant and panresistant strains in
the hospital.
http://dx.doi.org/10.1016/j.ijid.2012.05.581
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Current status of Glycopeptide intermediate and heterogenous
Glycopeptide intermediate Staphylococcus aureus and their pre-
vailing susceptibility pattern at two tertiary care hospitals of
Pakistan
F. Kaleem1, J. Usman2, S. Amanat3
1 Rawal Institute of Health Sciences, Islamabad, Pakistan
2 Army Medical College, National University Of Sciences and Technol-
ogy, Rawalpindi, Pakistan
3 PAEC General Hospital, Islamabad, Pakistan
Background: Glycopeptides have been used widely to treat
methicillin resistant Staphylococcus aureus (MRSA) infections.
Until recently vancomycin resistance among gram-positive bac-
teria had been thought to be uncommon but Glycopeptide
intermediate S. aureus (GISA) and heterogenous GISA (hGISA) have
been reported from various parts of world. Strains of hGISA havecontain a subset of the bacterial population that expresses the
resistance phenotype.This study has been done to evaluate the
current status of glycopeptides intermediate and heterogenoiously
